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magnesium inhibition ATPase Escherichia 
28871 


mitochondria permeability spermine phos= 
phate 18931 

permeability mitochondria outer mem= 
brane NADH 30974 

potassium p intercon= 
version ATPase mechanism 1734 

ribose cyclic human antigen CD38 28555 

ribose cyclic phosphate cyclic phosphodi= 
esterase 24928 

ribosylation diphtheria toxin 23296 

ribosylation factor cholera toxin GTP 
9743 16519 

ribosylation factor G protein GAP 29490 

ribosylation factor gene Cryptococcus 
Histoplasma 2996 

ribosylation factor gene sequence Saccha= 
romyces 20931 

ribosylation factor GTPase activating 
protein 10758 16519 

— factor II sequence Drosophila 

1 


hain? Aiat, 





ribosylation factor like protein rat 15683 

ribosylation factor like 3 sequence 18937 

ribosylation factor 1 aluminum fluoride 
13325 

ribosylation factor 1 coatomer Golgi 3135 

ribosylation factor 1 nucleotide exchange 


28130 
ribosylation factor 6 recombinant activated 
15583 


ribosylation transducin pertussis toxin 
histidine 9993 

ribosyltransferase diphtheria toxin A 
histidine21 4349 

ribosyltransferase gene exoS sequence 
Pseudomonas 10431 

ribosyltransferase gene sequence chicken 
27451 

site oe inhibition ATPase heart 
31 


ADPribosyl 
wine detn cyclic GDPribose 30260 
re 


adseverin differential expression exocytosis 

chromaffin tyrosine hydroxylase phospho= 
rylation kinase 30960 

~_ — dopamine hydroxylase human 


glomerulosa angiotensin calcineurin 
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24546 

inositol trisphosphate metab angiotensin 
calcium 16101 

medulla cell catecholamine exocytosis 


17215 
medulla mSecl syntaxin 1A receptor 
8623 


medulla protein Rab3A catecholamine 
exocytosis 10229 

MEK activator B Raf brain 30014 

steroid hydroxylase gene transcription 
review 27783 

Y1 cell cytochrome P450scc gene 6362 

Adrenergic 

agonist natriuretic peptide cardiomyocyte 

26227 


— protein kinase C myosin 3775 

pha2 receptor G protein subunit 27618 

alpha2A receptor palmitoylation sequence 
31915 

beta receptor cardiomyocyte eicosanoid 
29055 


beta receptor cloning sequence turkey 
24810 


beta receptor Gs protein structure 21519 
beta receptor internalization cycling 
27719 
beta receptor kinase olfactory desensitiza= 
tion 37 
beta3 ‘gag down regulation specificity 
1314 


cardiac hypertrophy Gq protein 13490 
muscarinic receptor G protein 18968 
ar 8 alphalB gene promoter rat 


aan alpha2A coupling G protein 
5730 

receptor beta2 cAMP heart calcium 
19151 

receptor beta2 sequestration tyrosine 
2790 


receptor cAMP G protein embryo 13073 
von desensitization structure activity 
2 
receptor internalization isoproterenol 
18448 
receptor kinase desensitization receptor 
13084 


receptor kinase gene sequence human 
14924 

receptor kinase liver microsome membrane 
1348 


receptor kinase thrombin receptor signal= 
ing 1125 

receptor liver metab cation exchange 860 

receptor mRNA translation peptide BUP 
4497 


receptor poet phosphorylation correc= 
tion of Vol. 268 Rese 16483 1566 

receptor mutation G protein signaling 
29557 

receptor portal vein calcium channel 
29546 


receptor preadipocyte proliferation MAP 
kinase 30254 

receptor structure function 22887 

receptor structure polarization stabilization 
kidney 16425 

Adrenoceptor 

alphalB mRNA blood vessel norepineph= 
rine 1705 

alpha2 subtype phosphorylation desensiti= 
zation difference 10093 

beta kinase G protein signalling 6193 

beta subtype transcription butyrate 6664 

beta2 extracellular domain cysteine linkage 


Adrenodoxin 
C terminus function 22557 
reductase NADP substrate binding 8001 
tyrosine cytochrome P 450 scc 2568 
Adrenoleukodystrophy 
roxisome mevalonate kinase 1197 
Adrenoreceptor 
alphal beta norepinephrine cfos adipocyte 
33179 
Adriamycin 
inositol triphosphate kinase tetrakisphosp= 
hate lymphocyte 12521 
ADR1 
transcription factor zinc finger domain 
9374 


Adseverin 

cDNA sequence cattle 5890 
Adsorption 

interface enzyme mutagenesis 23538 
Adult 

Hb Sassari aspartate histidine 18338 

intestine gene cdx2 expression mouse 
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15229 
rat aldolase C gene transcription 4194 
dvan 
glycation end product albumin receptor 
32293 


glycation end product receptor lactoferrin 
9882 


F 
— elongation factor GTPase Sulfolo= 
jus 20376 


Aerolysin 

channel formation 30496 
Aeromonas 

glycerophospholipid cholesterol acyltrans= 
a ferase active site 2146 

1 


protein kidney anion secretion absorption 
26717 


Afamin 
cDNA sequence human serum 18149 
Affinity 
avidity chimeric antibody isotype 13048 
chromatog inositol polyphosphate phos= 
phatase brain 8716 
— penicillin binding protein 


label bisubstrate pyruvate kinase 8082 
labeling aryl sulfotransferase IV 30313 
ligand chromatog Golgi glycoprotein endo= 
mannosidase 4697 
African IR 
trypanosome glycosylphosphatidylinosito 
= easbanen fluoride 


accr 
site DNA neg supercoil zinc 9528 
AGE 


glycoprotein receptor oxidative stress 
diabetes 9889 
liver retinyl palmitate lipofuscin 8712 
mitochondria dysfunction mitochondrial 
nuclear genome 6878 
— methylglyoxal modified albumin 
3 


Agglutinin 
occinia umbelliferyl glycoside binding 
5072 


winged bean I sequence Psophocarpus 
30917 


grecan 
chondrocyte alginate matrix pool 33021 
core protein chondrosarcoma cell brefeldin 


gene promoter sequence rat 29232 
-_ lycan galactose binding domain 
eling 15512 
Aagbdiiian 
amyloid beta peptide amphipathism Al= 
zheimer 28551 
domain tumor necrosis factor receptor 


—o protein hepatocyte disulfide 
nd 22440 


macrophage inhibitory protein 4974 
platelet collagen pallidipin saliva Triatoma 
5050 


protein denaturation alpha crystallin 
13266 


Aging 
deamidation isoaspartate tissue plasmino= 
gen activator 243 
neurohormone heat shock factor 1 32272 
Aglycon 
structure xyloside glycosaminoglycan 
formation 300 
Agonist 
= myosin gene heart hypertrophy 
5 


calcium release influx oscillation salivary 
Agrobacterium 
a gene vir regulation 2645 


receptor Ah receptor nuclear translocater 
26464 


receptor binding TCDD methylcholanthr= 
ene cytochrome 12118 

— methylcholanthrene binding 
121 


receptor nuclear translocator transcription 
mouse 2 

receptor signal transduction gene Cyplal 
31505 


AH7974 
cell nucleus phosphatidylinositol phospho= 
lipase C 12360 


ae T cell glutathione peroxidase 
8 
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Almilano 
apolipoprotein human physicochem prop= 
erty disulfide 32168 
Airway 
anion channel calmodulin kinase II 
26642 


epithelium calcium PAF receptor 4254 
epithelium interleukin 11 cytokine 22261 


KAP95 

protein cDNA cloning sequence 7658 

janine 

D lactocin S sequence 27183 

racemase Tolypocladium 12710 

rich — substrate myristoylated 
1 


Alanyl 
tRNA ae apm Escherichia arginine 


Albondin 
— albumin permeability 6072 
right 
hereditary osteodystrophy Gsalpha protein 
mutation 25387 
Albumin 
pee gene sequence rat 5481 
bilirubin antioxidant tocopherol lipid 
peroxidn 16712 
binding protein PAB sequence Peptostrep= 
tococcus 12147 
met zinc binding species 25557 
met. — modified AGE receptor 


peptidoglycan eS lipoteic= 

hoate binding lymphocyte 20431 

permeability endotheli 2g receptor 6072 

promoter transcription factor HNF1 CEB= 
1 


77 
reaction methyl glyoxal 32299 
c 
aliph tryptophan synthase conformation 
16486 


cAMP apoptosis hypothalamus endorphin 
nerve 26697 
oe gene promoter neural tube 


er seam gene 5prime sequence rat 
dehydrogenase IY gene sequence human 
15606 


dehydrogenase nitrosophenol redn 31579 
neural cell adhesion 9304 
propanediol dehydrogenase metal catalyzed 
oxidn 6592 
Alcaligenes 
a acca gene fhp sequence 


Alcohol 
dehydrogenase 
See also Dehydrogenase 
Alcoholysis 
hydrolysis DNA topoisomerase I pH 
11367 


Aldehyde 
dehydrogenase human inactivation isosor= 
bide dinitrate 21664 
dehydrogenase Oriental type mitochondria 
liver 13854 
dehydrogenase oxazaphosphorine resist= 
ance cancer 23197 
peptidyl inhibition multicatalytic protei= 
nase complex 29860 
site luciferase inhibition Vibrio 5612 
Alditol 
oligosaccharide cystic fibrosis mucin 
18794 


Aldolase 
“a gene rat chromatin structure 4194 
ose 
reductase essential arginine muscle 2183 
reductase expression liver cancer 14589 
reductase related protein sequence induc> 
tion 8604 
Aldosterone 
vascular angiotensin hypertrophy smooth 
muscle 24316 
Alfalfa 
a nag gy dehydratase 
vestitone reductase 22372 
Alflatoxin 
resistance rat liver glutathione transferase 
20707 


Alginate 
a chondrocyte matrix pool 33021 
a mRNA stabilization retinoate 


phosphatase oxidative folding periplasm 
Escherichia 28487 

phosphatase transport sequence constraint 
Escherichia 1243 
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Alkalophilic 
Bacillus membrane oxidative phosphoryla= 
tion 21576 


Alkyl 
hydroperoxide cytochrome P450 1A2 
13296 
ubiquinone deriv electron donor acceptor 


27: 
Alkylating 
agent interleukin gene 14899 
Alkylation 
NA damage repair methyltransferase 
translocation 7645 
DNA ethylguanine gene repair mutation 


1681 
Alkylcitrulline 
— nitric oxide synthase brain 


266 
Alkylthymine 
carcinogenic DNA lesion 25521 
Allantoinase 
sequence distribution frog 12269 
Allele 
adrmto gene Clcl myotonia mouse 5963 
Allergen 
= ous pollen sequence polymorphism 
1521 


PhipI epitope IgE hapten 28323 
Alligator 

liver lectin specificity mannose fucose 

19617 

Alloantigen 

RT62 er cell NAD glycohydrolase 9420 
Alloantigenicity 

Sr > am GPIlIla polymorphism 


Allosteric 
interaction repressor protein galactose pH 
12600 


regulation threonine deaminase conforma= 
tion Escherichia 29416 

SH2 domain vSrc tyrosine kinase 30574 

site ADP glucose pyrophosphorylase Ana= 
baena 24107 

site ag ae pyrophosphorylase spin= 
ach 24706 

site fructose bisphosphatase crystal struc= 
ture 27732 

subunit interaction band 3 protein 59 

Allosterism 

acetylcholinesterase peripheral anionic 
site conformation 6296 

= ene bisphosphatase glutamate 


enzyme inversion temp mechanism 47 
phosphofructokinase C rat 3348 
ribonucleoside triphosphate reductase 
Escherichia 26052 
Allotype 
hemolytically inactive complement C4B 
27727 


Alpers 
disease mitochondria tRNA mutation 
pathogenesis 19060 
Alpha 
conotoxin ImI nicotinic receptor 16733 
factor receptor Saccharomyces 968 


fetoprotein liver distal enhancer character= 


ization 22178 
— adhesion cytoplasmic tail 19859 
antagonist structure activity 29846 
myosin cardiac rat heavy chain 29677 
naphthoflavone dioxin receptor Arnt 


protein kinase C antisense oligonucleotide 
16416 

receptor retinoid X binding specificity 
30232 

subunit chorionic gonadotropin disulfide 
25543 


subunit G protein cell growth 17417 
subunit prolyl hydroxylase alphabeta 
dimer 26746 
AlphaE 
integrin subunit cDNA sequence human 


6016 
Alphavbeta5 
integrin vitronectin keratinocyte locomo= 
tion 26926 
Alphavbeta8 
integrin vitronectin cell adhesion 28708 
Alphal 
adrenergic heart hypertrophy Ras protein 
13490 


adrenoreceptor norepinephrine cfos adipo= 
cyte 33179 

proteinase inhibitor proline secretion 
signal 17252 

adrenoceptor mRNA blood vessel norepi= 
nephrine 1705 
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Alpha2 
adrenergic receptor G protein subunit 
27618 


adrenoceptor subtype phosphorylation 
desensitization difference 10093 
—- receptor assocd protein 
1 


macroglobulin receptor macrophage 
12541 


Alpha2A 
adrenergic receptor cAMP stem cell 
13073 


adrenergic receptor coupling G protein 
5730 


adrenergic receptor palmitoylation se= 
quence 31915 
Alpha2betal 
integrin procollagen I propeptide receptor 
20982 


Alpha3 
gene sequence rat acetylcholine receptor 
10252 


Alpha4betal 
integrin VCAM1 protein fibronectin adhe= 
sion 4005 
Alpha5dbetal 
integrin glycosylation cell adhesion 12325 
Alternative 
complement pathway activation factor J 
26017 


nitrogenase metal cluster Moessbauer 
Azotobacter 20920 
splicing adenosine receptor mRNA human 


3104 
splicing ban tropomyosin element Xeno= 
pus 19675 


splicing =< cow exon purine 
6431 


splicing estrogen sulfotransferase brain 
placenta 28200 

splicing exon potassium channel kidney 
24261 


splicing fibroblast growth factor receptor 
11620 


splicing ice cmet receptor mRNA 19457 

splicing IgE mRNA 456 

splicing LAR tyrosine phosphatase mRNA 
25193 


splicing mRNA phosphate carrier mito= 
chondria 10451 
splicing peptidylglycine amidating mono= 
oxygenase sulfation 10946 
— channel gene slowpoke 
4 


Alternatively 
— CD44 CD44R1 isoform hyaluronan 


spliced mRNA prolyl hydroxylase human 
27847 


Alu 
element butyrylcholinesterase BCHE 
gene 20829 
element human induction enterotoxin 
receptor 16610 
Aluminum 
fluoride ADP ribosylation factor 1 13325 
fluoride Gs protein subunit 29339 
Alveolus 
gamma glutamy] transferase formation 
release 14219 
Alzheimer 
—- beta amyloid precursor processing 
121 
Abeta focal adhesion kinase nerve 25247 
amyloid beta peptide aggregation amphi= 
pathism 28551 
amyloid beta protein formation endocyto= 
sis 17386 
amyloid beta protein missense mutation 
721 


amyloid peptide protein kinase C 8376 

amyloid precursor protein metab estrogen 
13065 

amyloid precursor protein processing 
proteinase 627 

amyloid protein aggregation aspartate 
10205 


amyloid protein mRNA alternative splicing 
1510 

amyloid protein precursor zinc heparin 
26618 

disease familial amyloid beta protein 
17741 

disease tau protein PHF conformation 
24290 

neurofibrillary tangle brain phosphoryla= 


tion tau 30981 
tau glycation paired helical filament 
21614 
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Alzheimers 
amyloid deposit barin Abeta peptide 
10987 


amyloid precursor protein energy metab 
13623 
—_ precursor protein homolog mouse 


— protein precursor computational 

ibrary 22129 22137 

beta amyloid precursor protein gene 
21682 

disease beta amyloid precursor cathepsin 
18422 


Al3 
gene Neurospora internal translation 
initiation 
Amadori 
product binding protein Pseudomonas 
27297 


Amaranth 
amylase inhibitor sequence 23675 
mitochondria malic enzyme cDNA se= 
quence 2827 
Amastin 
gene family expression sequence Trypano= 
soma 205 
Amidase 
anandamide inhibitor structure 22937 
Amide 
terminal recognition serine carboxypepti= 
dase Y 15528 
Amidinotransferase 
inine glycine gene sequence rat 17556 
Amidoimidazole 
— carboxylase gene human 
13 
Amidotransferase 
glutamine roa 
gene human 5. 
glutamine phosphoriboey! yrophosphate 
synergistic feedback abibition 6784 
hamster Escherichia carbamy! phosphate 
synthetase 7702 
Amiloride 
— antibody topol gene sequence 
2 


binding protein gene human 14484 
inhibition bovine porcine diamine oxidase 
9926 
inhibition diamine oxidase 9921 
sensitive sodium channel G protein 
7780 


Amine 
oxidase trihydroxyphenylalanine quinone 
biogenesis copper 32039 
transporter chromaffin granule synaptic 
vesicle 7231 
Amino 
acid acidic NF kappaB protein 25613 
a — site lactate monooxygenase 


acid binding phenylalanine dehydrogenase 
odococcus 16203 

acid chloride channel CFTR 14865 

acid D peptide review 10967 

acid —- transporter 25581 

acid hydrophobicity Hb S polymn 31563 

eo compartmentation detn brain 
19% 


acid neutral transporter protein intestine 
9325 


acid nutrition mRNA formation transloca= 
tion 

acid omega binding plasminogen structure 
32405 

acid oxidase kinetic mechanism tyrosine 
31 


acid oxidase oxidative half reaction 
acid oxidase Rhodotorula reaction phenyl= 
lyoxal 17809 
acid phosphoesterase substrate binding 
catalysis 26234 
acid photosystem I ferredoxin interaction 
10034 


acid protein folding type prediction 
22014 

acid repeat oy protein L13a 5589 

acid repressor TyrR binding ATP 5171 

7“ re roEL protein Escherichia 

ota isi aorta glucose deprivation 
32098 

acid transport CAT2alpha CAT 2beta 
protein 15445 

acid transport fibroblast hypertonia vol 
10485 


group choriogonadotropin receptor binding 
3991 
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terminal neurofilament okadate neuron 
phosphorylation 1 

terminus ARF GTP cholera toxin 9743 

Aminoacyl 

tRNA s synthetase complex structure organ= 
ization 17375 

tRNA synthetase kinetic mechanism 
32932 


Aminocaproate 
fructosyl binding protein Pseudomonas 
27297 


Aminocyclopropanecarboxylate 
synthase C terminus catalysis 6908 
Aminohydroxymethylisoxazole 
propionate receptor gene sequence mouse 
7 


Aminoketobutyrate 
CoA ligase liver mitochondria 4057 
Aminolevulinic 
acid dehydratase proteasome inhibitor 
CF2 12399 
Aminopeptidase 
activity glycoprotein hoy vesicle 30777 
-arginine leukotriene AV4 hydrolase 


Manduca CryIAc endotoxin 10088 
Y gene sequence mutation Saccharomyces 
13651 
Y yeast 13644 
Aminophenyldichloroarsine 
dithiol nicotinic receptor 20410 
Aminotransferase 
aspartate conformation cDNA sequence 
pig 28017 
aspartate folding import mitochondria 
15588 


aspartate gene promoter transcription 
testis 13318 

aspartate mobile domain cytosol 24712 

aspartate modulation interdomain disul= 
fide bond 25432 

aspartate structure Escherichia 28027 

aspartate unfolding 21990 

°° ome glucagon hepatocyte 


preaspartate conformation change phos= 
pholipid 22222 
Amitotic 
regulator mouse gene tsg24 protein 24133 
Ammonium 
- pathway kidney medulla 21962 
A 


activated protein kinase sequence porcine 
2361 

activated protein kinase subunit sequence 

ADP exchange reaction adenosine kinase 
17820 


cooperativity fructose bisphosphatase 
glutamate mutation 5554 

Cyclic protein kinase AKAP95 protein 
7658 


deaminase transition state electrostatic 
potential 22385 
fructose bisphosphatase allosteric site 
liver 27732 
GMP binding site mutation amidotransf= 
erase 6784 
protein kinase cDNA sequence rat 11442 
Amphibacillus 
ADH oxidase 31418 
Amphibian 
metamorphosis thyroid hormone 25328 
retina retinal formation IRBP protein 


Amphipathic 
— eres analog affinity phospholipid 


pantie phospholipid membrane i ion chan= 
nel 4928 
sequence membrane protein topol Escher= 
ichia 19888 
Amphipathism 
amyloid a peptide aggregation Alzheim= 
er 2855 
Amphiphile 
cholesterol homeostasis 29371 
Sendai virus fusion 5467 
Amphiphilicity 
lostridium enterotoxin membrane protein 
10838 


Amphiregulin 
GF cross induction 22817 
mitogenic signaling heparan sulfate essen= 
tial 27149 
Amplification 
gene Sorenenaaete synthetase mouse 
44 
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Amsacrine 
DNA topoisomerase antitumor drug resist= 
ance 20943 
Amylase 
exocytosis induction protein kinase A 
22124 


inhibitor sequence amaranth 23675 
promoter gene expression transgenic rice 


Amylin 
phosphorylation glycogen synthase phos= 
phorylase insulin 11595 
Amyloid 
A serum mouse cDNA sequence 4661 
Alzheimers protein precursor computa> 
tional library 22129 22137 
beta peptide aggregation amphipathism 
Alzheimer 28551 
beta peptide apolipoprotein E3 E4 23403 
beta peptide polymn resistance protease 


beta precursor cathepsin Alzheimers dis= 
ease 18422 

beta precursor like protein mouse 2637 

beta precursor protein gene Alzheimers 
21682 

ae? adhesion secretase zinc 
1215: 


1 
beta protein familial Alzheimer disease 
17741 


beta protein formation endocytosis Al= 
zheimer 17386 
beta protein missense mutation Alzheimer 
721 
beta protein precursor processing thrombin 
22623 


betaA4 protein mRNA alternative splicing 
14227 

deposit barin Abeta peptide Alzheimers 
10987 


P protein conformation effector 6424 

peptide Alzheimer protein kinase C 8376 

precursor protein Alzheimer metab estro= 
gen 13065 

precursor protein energy metab Alzheim= 
ers 13623 

precursor protein metalloendopeptidase 
alpha secretase 3111 

precursor protein mRNA cis element 
24000 


precursor protein mRNA stability human 
24007 


precursor protein neutrophil Aizheimer 
disease 9805 

precursor protein processing proteinase 
Alzheimer 627 

precursor protein processing yeast secre= 
tase 27799 

precursor protein variant metab 30966 

precursorlike protein modification glyco= 
saminoglycan 22099 

i gaerenticn aspartate Alzheimer 
10: 


protein mRNA alternative splicing Al= 
zheimer 1510 

‘protein precursor human nuclear factor 
21229 


protein precursor zinc heparin Alzheimer 
26618 


Amyloidogenesis 
beta hippocampus forebrain ischemia 
15253 
Amyloidogenic 
neurotoxic peptide conformation polymor= 
phism 7859 
Amylopectin 
formation starch synthase Chlamydomonas 
25150 
Anabaena 
acyl lipid desaturase delta9 sequence 


ADP glucose pyrophosphorylase allosteric 
site 24107 
plastocyanin expression Synechococcus 
electron transport 28068 
Anacystis 
high pd phosphate binding protein 


Anaerobic 
ribonucleotide reductase mechanism Es= 
cherichia 26116 
Analog 
dominant transcription factor NFYA 
Saccharomyces 20340 
Analytical 
physicochemistry methylthioadenosine 
phosphorylase enzyme kinetics 24762 
Anandamide 
amidase inhibitor structure 22937 
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Anchor 
cell in secretion carboxypeptidase E 


membrane SDH4 gene sequence Saccharo= 
myces 
protein protein kinase A subunit 24245 
“atagel 
— 


SecY cin gene FtsH protein 5225 
Ancylostoma 
neutrophil inhibitory factor 10008 
Androctonus 
venom kaliotoxin 2 purifn sequence 
32835 


Androgen 
— phospholipid metab osteoblast 
1 


membrane protein FtsH ATPase 


casein kinase translocation nuclear matrix 
24615 


prostate cell adhesion mol 3711 

receptor DNA interaction 11514 
es DNA sequence probasin gene 

1 
receptor insulin degrading enzyme 20622 
receptor mRNA translation flanking ele 
ment 25655 
— sequence import nucleus human 
1 


receptor structure activity 29016 
response element vas deferens protein 
5857 


Anemone 
sea toxin Bg sequence arginine 16785 
ANFA 


transcription factor Azotobacter 18141 
AnfHDG 


operon ANFA transcription 18141 
Angigenin 
adhesion colon adenocarcinoma proteogly= 
can 8 
Angiogenesis 
tumor FGF binding protein 28243 
Angiogenin 
egranulation inhibiting —— polymor> 
phonuclear leukocyte 3027 
Angiotensin 
adrenal glomerulosa calcineurin 24546 
adrenal inositol trisphosphate metab 
calcium 16101 
AT1 receptor binding losartan 16533 
AT1 receptor endocytosis 24798 
AT1 receptor structure binding 30953 
AT1A receptor phospholipase C 20815 
—— enzyme active site antibody 


converting enzyme active site human 
29430 

converting enzyme secretion sequence 
2125 

eIF4E assocd protein phosphorylation 
7180 


hypertrophy smooth muscle vascular al= 
dosterone 24316 

II arachidonate heart 4832 

II conformation 5303 

inositol trisphosphate calcium signaling 
wortmannin 6528 

ae synthase cytokine vascular 
11 

parathyroid hormone related peptide 
stretch 17911 

ee C phosphorylation artery 
10935 


protein tyrosine phosphorylation fibroblast 
heart 19626 

— Stat91 nuciear signaling pathway 
3144 


renin blood pressure 31334 
Angiotensinogen 
gene hypertension 32497 
gene sequence human 28598 
Anhydrase 
carbonic III active site interaction 23002 
carbonic intramol intermol proton transfer 


17988 
carbonic V catalytic property mouse 
24742 
Anhydroglucitol 
Mee go accumulation erythroleukemia 
Animal 
cell anthrax tetanus chimeric toxin 26165 
cell diphtheria toxin insertion membrane 
4 
cell sialic acid glycosylation mutation 
3717 


galectin structure function review 20807 
phospholipase A2 cDNA sequence 18239 
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Anion 

binding exosite thrombin exposure activa= 
tion 3725 

fee eae protein kinase II 

channel mitochondria adenine nucleotide 
translocase 10614 

channel triose phosphate translocator 
chloroplast 2948 

channel voltage dependent NADH mito= 
Fate ay 3 kidney ankyrin 3220 

exc. er ey in 1 

—- inhibitor kidney brush border 


exchanger sequence human band erythro= 
Leis ia promastigote pH regulation 
16254 
—- absorption kidney protein AE1 
— ATPase peptide assembly 
transporter glutamine transglutaminase 
erythrocyte 22907 
ae multispecific org rat liver 
4 


Anionic 


peripheral site acetylcholinesterase confor= 


_ mation allosterism 6296 


is 
serine protease inhibitor sequence 27650 
Ankyrin 
binding brain neurofascin L1 NrCAM 
27163 


kidney anion exchanger band 3 32201 
a eee kinase human 


Annexin 
binding collagen matrix vesicle 11462 
II calcium endosome fusion 30927 
Il — formation bone human 


IV epithelium chloride conductance 5297 

IV protein kinase chloride channel 32464 

plasminogen activator receptor human 
endothelium 21191 

a ae tissue plasminogen activator 


VI binding calspectin brain 17656 

VI endosome liver 1026 

XI me autoantigen human sequence 
4 


Anoxia 
reoxygenation vasculature endothelium 
oxygen radical 24156 
Anoxygenic 
photosynthesis cyanobacteria sulfide qui= 
a reductase 5705 
Antagonist 
interleukin 1 receptor crystal structure 
12874 


interleukin 1 receptor sequence rabbit 
6962 


Antennapedia 
homeodomain third helix translocation 
membrane 1 
Anthopleurin — 
B biol activity arginine lysine 921 
B cationic arginine lysine 254 
Anthrax 
tetanus toxin chimeric protein cytotoxicity 
26165 


toxin antigen translocation 20607 
toxin protective antigen translocation 


Anti 
Ras merlin tumor suppressor 23387 
Antibacterial 
peptide cDNA sequence swine myeloid 
7855 
Antibiotic 
enediyne antitumor DNA damage struc= 
ture 4144 
galactose symport protein conformation 
17009 


peptide transcription precursor processing 
honeybee 28569 
resistance apidaecin peptide 26107 
resistance Staphylococcus proton antiport 
protein 29998 
Antibody 
amiloride binding topol gene sequence 


angiotensin converting enzyme active site 


antiDNA Fv domain sequence 3623 
antimetatype immune complex stabiliza= 


tion 8146 
binding PDGF alpha receptor 10668 
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binding thermodn antigen residue 28777 
= vacuolar ATPase Manduca ATP 


bispecific single chain 199 
CD20 B cell IgE receptor 6927 
chimeric affinity avidity isotype 13048 
oride transport protein zymogen gran= 
ule 24410 
Fab Wee alphalIb beta3 18781 
~— 6 site acetylcholine receptor 


folding aeauie disulfide isomerase 14290 
—_— —- selection bacterio= 
e 
glutamate dehydrogenase Achlya dual 
specificity 4506 
heavy chain CDR structure function 
24040 


human conA resistant hybridoma 29061 
ee construction specificity sequence 


light chain mouse _— VIP 734 
ra protein cholesterol transfer 


monoclonal breast cancer osteopontin 
adhesion 23280 

monoclonal EGF receptor squamous carci= 
noma 27595 

monoclonal epitope integrin alpha4betal 
heterodimer 8348 

monoclonal gene sequence Cryptococcus 
glucuronoxylomannan 1858 

monoclonal HisJ protein conformation 
histidine 23051 

monoclonal immunotoxin exotoxin protein 
erbB2 18327 

monoclonal Jel466 triplex DNA 7019 

monoclonal metatype 8695 

oe site specific phospholam= 


proteolytic light chain cDNA mouse 
32389 


scFv nucleic acid 32957 

single chain ErbB2 transformation 23931 

specificity structure DNA fluorescein 
7934 


tetrasaccharide epitope glycosylceramide 
glycopeptide nes 5644 
Uvr endonuclease DNA repair intermedi= 
ate 27421 
= anaes exocytosis chromaffin cell 
1 


Anticancer 
drug taxol microtubule disassembly 
23399 


Antichaperone 
chaperone activity disulfide isomerase 
9128 


chaperone protein disulfide isomerase 
7764 


Anticoagulantly 
active heparan sulfate biosynthesis 24941 
active heparan sulfate mutant cell 24953 
Antidepressant 
dopamine norepinephrine transporter 
15985 
Antidiabetic 
sulfonylurea binding protein 17768 
thiazolidinedione insulin stimulation phos= 
phatidylinositol kinase 25735 
tungstate 20047 
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gene gy sequence multidrug resistance 
41 


gene TDHS3 carbon cis element 6153 
gene THI6 pyrophosphorylase kinase 
sequence 30510 
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—o UBCS8 sequence human 

gene YCF1 AP1 transcription factor 
32592 

~— metab phosphoglucose isomerase 


heat shock protein Ah receptor 30109 

heat shock transcription factor DNA 
12475 

Hsp104 protein 4480 

inositol transport 2245 

Ino2P protein DNA binding domain 7402 

iron transport — gene FET4 26092 

isoproteolipid MP2 gene ATPase se= 
quence 21262 

LA virus gag pol protein 28420 

~~ — compartment purifn protein 


longevity assurance gene protein sequence 
15451 

membrane anchor SDH4 gene sequence 
6543 


methionine acetyltransferase gene NAT2 
uence 13141 
mitochondria RNA polymerase Mtfip 
release 26568 
MOM19 receptor gene sequence 9045 
— — polyadenylation ribozyme 


mRNA degrdn mechanism 18630 

mRNA stabilization protein Cbplp 16574 

mutant complementation Arabidopsis 
ferrochelatase cDNA 13405 

myristoyl CoA metab regulation 18037 

myristoyl CoA protein myristoyltransferase 
site 5346 

nucleolus import protein GAR1 domain 
18499 


oligosaccharyltransferse subunit structure 
sequence 12908 

P glycoprotein secretory vesicle vinblastine 
12277 

palmitoleate protein acylation 2082 

pheromone a factor structure activity 


19817 

phosphatidate phosphatase regulation 
nucleotide 29495 

phosphatidylcholine formation 14776 

phosphatidylinositol kinase CDP diacyl= 
glycerol 11018 

ae kinase gene sequence 
11 


p hosphoglucomutase glycosylation 27143 
-— _ sequence phospolipase B 


. *ABF1 ene MATa contacts 16455 

protein disulfide folding secretion 13887 

protein kinase C characterization purifn 
16821 

protein kinase Pkclp 16829 

a ~ ee oxidase mitochondrial 


response signal recognition particle loss 
30412 


rho GDI protein gene sequence 19713 

ribosomal protein L16 localization ribo= 
some 7579 

ribosomal protein PO gene function 


RNA assocn RNA polymerase virus 
— J gry transcription factor 


salt tae. calcineurin 8792 

serine hydroxymethyltransferase gene 
sequence 9155 

signal transduction CDC25 activation 
RAS2 15740 

strand exchange protein 1 DNA 3673 

strand exchange protein 1 exonuclease 


sua7 gene TFIIB domain transcription 
30569 


superoxide dismutase silver 25783 

Taf170 transcription factor gene MOT1 
23135 

= box binding protein promoter 


thioredoxin reductase gene sequence 
27670 


transactivator yIBF binding IES2 syner= 
gism 20771 

translation initiation factor eIF5A deple= 
tion 3934 

tRNA nucleotidyltransferase isoform 
formation 13361 

TRP3 gene activation GCN4 ABF1 
15661 


ubiquinol cytochrome reductase stability 


33355 


CBP4 21284 
uracil permease endocytosis turnover 


U14 RNA sequence conformation 739 
vacular ATPase Vma7p subunit sequence 


25974 
vacuolar ATPase catalytic sector subunit 
24150 


vacuolar ATPase structure membrane 
topol 26479 

vacuole ATPase subunit gene STV1 
14064 


vacuole calcium regulation 7273 
Saccharopolyspora 
beta — binding divalent cation 


Saccharyomyces 
phosphofructokinase subunit catalysis 
regulation 8911 
Saintopin 
DNA topoisomerase drug interaction 
28702 
Saliva 
cystatin D variant structure specificity 
23156 


pallidipin Triatoma collagen platelet ag= 
gregation 5050 
Salivary 
calcium release influx oscillation agonist 
31525 


= irc calcium store muscarinic 

1 

glutamyl prolyl tRNA synthetase regula= 
tion 8993 
almonella 

“a gene cloning cobalamin assembly 
26503 


endotoxin lipopolysaccharide lipid A dis= 
tribution 31881 
= galactose receptor crystal structure 


oy phosphate cytidylyltransferase 

= binding protein crystal structure 
41 

MalK protein conformation nucleotide 
20456 


Pe 2 protein dynamic structure 10675 
ATPase hoint diate interconver= 
sion Aen mene 1734 
gland ae phosphorylation car= 
bachol 297 
tolerance 5 eet calcineurin 


SAP 
glycoprotein protein CRP binding 9760 





Sa 
Poroblast growth factor conjugate antitu= 
mor 12552 


Sai 
Beene gene sphingolipid binding 


Cc fn acid beta glucosidase 16746 
es acyloxyacyl hydrolase leukocyte 


Sarafotoxin 
c soln structure NMR 23413 
Sarcoma 
virus Rous protease binding pocket 
11170 
Sarcophaga 
procathepsin L sequence secretion devel= 
opment 15258 
Sarcoplasmic 
reticulum ATPase ATP domain overex= 
pression 11147 
reticulum ATPase azido ATP deriv 
21587 


reticulum ATPase calcium binding 15931 

reticulum ATPase calcium binding modu= 
lation 30818 

a ATPase calcium binding proton 


reticulum ATPase conformation change 
ATP 16015 


reticulum ATPase disulfide redn isomeri= 
zation 11060 

reticulum ATPase interaction phospho> 

domain 

reticulum ATPase lysine active site 4129 

reticulum ATPase transmembrane seg> 
ment 22533 

reticulum calcium ATPase thapsigargin 
binding 26598 

—— calcium channel heart bird 
16: 


reticulum calcium channel ryanoid 30243 
reticulum calcium channel triadin complex 





33356 


33028 
a calcium pump calmodulin kinase 
11 
reticulum calcium release channel recon= 
stitution 13305 
reticulum conformation crystal form AT= 
P. 11606 


‘ase 
reticulum heart ATPase phospholamban 
interaction 22929 
reticulum heart phosphoprotein GRP94 
uence 5926 
reticulum muscle phosphoprotein 28359 
reticulum ryanodine receptor calcium site 


24864 
reticulum ryanodine receptor phosphate 
me 


Sassari 
Hb adult fetus aspartate histidine 18338 
Satellite 
DNA nucleosome positioning conserved 
bending 21303 
Scallop 
: striated muscle troponin C sequence 
3464 


Scapharca 
b I dimer heme environment 20441 
Hb I heme environment 20437 
Hb oxygen binding structure 25259 
Scatter 
factor heparan sulfate structure 11216 
factor kinase. phosphorylation regulation 
1815 
factor receptor kinase gene promoter 
12852 


factor receptor signal transduction 29943 
factor receptor truncated form 1750 
factor receptor tyrosine autophosphoryla= 
tion site 16131 
Scattering 
See also Light scattering 
Scavenger 
ay acetylated LDL HDL macrophage 
5! 


receptor cysteine rich glycoprotein MAMA 
5512 

receptor gene sequence Chinese hamster 

receptor histidine macrophage LDL release 
25598 


receptor macrophage adhesion glycated 
collagen 10197 
ScFv 
antibody nucleic acid 32957 
Sch 


Grb2 complex phosphoprotein BCR recep= 
tor 20209 


Schiff 
base bacteriorhodopsin retinal light depro> 
tonation 14353 
Schistosoma 
circulating cathodic antigen carbohydrate 
immunogenicity 31510 
— transporter protein gene sequence 
424 


hexokinase 24736 

IrV1 antigen localization phosphorylation 
development 20083 

Schizosaccharomyces 

ATPase nitrophenylphosphatase activity 
12074 

casein kinase domain crystal structure 
7304 


casein kinase sequence function localiza= 
tion 12014 

cloning glucose hydrogen ion Chlorella 
3498 


gene ntfl transcription factor sequence 
11921 


mik1 protein kinase phosphorylation 
34cdce2 30530 

multifunctional exonuclease 14094 

oligosaccharide processing glycoprotein 
formation 12527 

protein kinase A gene sequence 9632 

protein tyrosine phosphatase cDNA se= 
quence 27996 

recombination fatty acid synthase 14103 

resistance brefeldin A gene pap1 24229 

rRNA sone disruption Tetrahymena 
ribozyme 22169 

UDP glucose glycoprotein glucosyltransf> 
erase 30701 


IP 
POU domain factor acetylcholine receptor 
10252 
Sclerotization 


insect cuticle dehydroalanyldopamine 
intermediate 22217 
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homol domain tyrosine phosphatase 
SHPTP2 5602 


SCS1 


gene sequene serine palmitoyltransferase 
Saccharomyces 2i. 


Sda 





blood group acetylgalact inetransfera= 
se 15162 


DH4 


gene sequence Saccharomyces membrane 
anchor 


Sea 


anemone toxin Bg sequence arginine 
16785 


urchin calcium release 11247 
urchin cistorin PDI cDNA 23112 
—_— human transcription factor USF 


urchin microtubule assocd protein se= 
easmen 31777 


inhibitor azide thylakoid protein translo= 
cation 7843 

SecB complex protein export system 
12833 


SecE SecG SecY protein transport 23625 
SecB 


SecA complex protein export system 
12833 


SecA SecG SecY protein transport 23625 
SecA SecE SecY protein transport 23625 


Second 


messenger ceramide sphingomyelin cycle 
review 3125 

messenger system inositol agonist adeno> 
phostin 369 

ondary 

conformation spliced leader RNA trypano= 
some 

structure 

See also Conformations 

structure DNA topoisomerase II cleavage 


7719 
structure mRNA Shine Dalgarno sequence 
26456 


Secretase 


adhesion beta amyloid protein zinc 12152 

alpha metalloendopeptidase amyloid pre= 
cursor protein 3111 

yeast yg oid precursor protein processing 


Secretin 


hormone receptor Manduca sequence 
calcitonin 9 


Secretion 


acetylcholinesterase signal sequence 
22719 


acyltransferase tyrosine active site Aero= 
monas 2146 

amyloid beta protein precursor thrombin 
22623 


angiotensin converting enzyme 2125 

anion absorption protein AE1 kidney 
26717 

apolipoprotein B truncation fatty acid 
18514 


C reactive protein carboxylesterase 24496 
cadaverine cell mammal 7412 
carboxypeptidase E cell membrane anchor 


19876 
chloride ATP cAMP epithelium fibroblast 
17853 


defective yeast expression human apolipo= 
protein 21670 
deficiency complement C3 point mutation 
28494 


expression proximal tubule glutathione 
peroxidase 27066 

fibrinogen disulfide group 652 

a ~—— yeast endoplasmic reticulum 


fi eo NE APLP2 deriv mouse 2637 

F I storage granule pituitary 27115 

insulin endoplasmic reticulum calcium 
14359 

insulin pancreatic islet glucose enzyme 
4895 


lipoprotein microsome triglyceride transfer 
protein 21951 
as remnant capture apolipoprotein 
2764 


pathway rhodanese mitochondria 27625 
= L sequence Sarcophaga 


serine chemoreceptor domain Escherichia 
sequence 28822 
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cons bans proteinase inhibitor proline 
ae PrtG Erwinia 


Snc complex Sec9 protein yeast 23391 

— transport protein ARF1 function 

yeast aspartic proteinase prosequence 
9556 


yeast plant vacuole lectin 20866 
Secreto: 


vena calcium store inositol trisphosp= 
hate 27167 

= core insulin 20838 

gM assembly 17338 

protein formation translocational pausing 


protein maturation calnexin endoplasmic 
reticulum 7464 
—_ preimplantation trophoblast sheep 
55 


protein meaienetions chaperone pathway 
stress 30412 
vesicle ——s resistance P glycoprotein 


vesicle regulation protein phosphorylation 
24897 


Sector 
vacuolar ATPase catalytic subunit Saccha> 
romyces 24150 


SecA SecE SecG protein transport 23625 
Pp 
—- chromaffin cell syntaxin binding 


complex Snc protein yeast secretion 
23391 


Artocarpus mitogen carbohydrate binding 
specificity 30393 

lectin adenine site Dolichos 5687 

ne pentakis phosphate kinase 


Selectin 
adhesion inositol polyanion 15060 
binding inhibitor antiinflammatory struc= 
~ ture activity 19663 
E colon carcinoma metastasis adhesion 


E gene transcription cAMP cytokine 
29129 


E ligand expression CHO cell 1033 

fucose nw ligand fucosyltrans> 
ferase 3234 

L —" tl neutrophil signaling 


L sulfatide neutrophil signaling 4021 
Lewis antigen oligosaccharide 1595 
P fe gg a. neutrophil oligosac= 


331 
P leukocyte sialoglycoprotein ligand 
27739 


P sol isoform 23708 
——- organization conformation 
31756 


—_ cloning characterization 23949 

ection 

start site transcription TFIIB domain 
30569 


Selenium 
deficiency deiodinase liver kidney 16223 
Selenocystgine 
tRNA serine protein formation 29739 
ee 
gel etase 10597 
e 


assembly collagen I mutant 11614 
7 collagen II recombinant form 


enan i lycan articular cartilage 28366 
assocn DAR topoisomerase phosphoryla= 
tion 24523 
Semen 
prostatin serine proteinase 18843 
Seminal 
fluid protein IGF II binding 5776 
Semliki 
Forest virus 6K protein Escherichia 
12106 
Sendai 
virus F v liver lysozy 1966 
virus fusion amphiphile 5467 
virus fusion peptide phospholipid mem= 
brane 15124 
Senescence 
cell human gene hic5 2676 
cell hospholipase D ) diacylglycerol 26040 
pore re 
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band 3 «serge 19394 
E2F gene — 16180 
fibroblast Id transcription factor repression 


mitotis differentiation TIMP gene regula= 
tion 18953 
Sensitivity 
detergent eusemiation poliovirus 3Dpol 
polymerase 29173 
Sequence 
acetoacetyl CoA thiolase gene ERG10 
31383 


a gene acel Caenorhab= 
itis 
a sialyltransferase cDNA 


acet apomenetenemine sialyltransferase cDNA 
‘icken 
Ps dn kinase phosphate reduc= 
tase gene 8189 
acyl CoA synthetase gene Saccharomyces 
18037 


acyl lipid desaturase delta9 cyanobacteria 
25576 


adenylate cyclase cDNA rat brain 12190 
adenylyl cyclase cDNA expression mouse 


adhesion like ‘ —_—— gp150 
Drosophila 2 

ADPglucose pyrophosphorvlase gene ex= 
pression potato 30798 

a receptor kinase gene human 
14924 


adseverin cDNA cattle 5890 

afamin cDNA human serum 18149 

Ah receptor nuclear translocator cDNA 
2 


albumin binding protein PAB Peptostrep= 
tococcus 12147 
alc dehydrogenase IV gene human 15606 
aldose reductase rat hepatoma 14589 
allantoinase frog 12269 
— adrenergic receptor palmitoylation 
1915 


Alt le integrin gene human 15652 
u element enterotoxin receptor induction 


amiloride binding antibody gene 2805 
aminoketobutyrate CoA ligase bovine 
liver 4057 
a ania protein kinase porcine 
1 


AMP activated protein kinase subunit 
29343 


amylase inhibitor amaranth 23675 
androgen receptor import nucleus human 


angiotensin senna ente 2125 

angiotensinogen gene human 28598 

antiDNA antibody Fv domain 3623 

antimicrobial peptide Ranalexin cDNA 
Rana 10849 


antiVIP IgG 734 
apexin guinea pig acrosomal pentaxin 
32615 


Arabidopsis p40 acidic ribosomal protein 
20744 


Araneus silk protein Cterminal 6661 

ARL protein cDNA adipocyte rat 15683 

Arl3 protein cDNA human rat 18937 

aryl alc dehydrogenase cDNA-Phanero= 
chaete 28152 

ae seetmonnatonnn human 26830 

TP de rocarbon receptor mouse 27337 

A ——" protease gene Saccharo= 


ces 238 
ATP yulfury lase gene Penicillium 19777 
atrial myosin chain cDNA mouse 16961 
band 3 protein mutation 16155 
I enzyme subunit Bacillus 683 
BCHE gene human rabbit butyrylcholi= 
nesterase 20829 
benzanthracene inducible cytochrome 
P450EF mouse 14905 
— receptor cDNA mouse 
75 


beta neurexin cDNA cattle 11987 - 
beta parvalbumin cDNA thymus chicken 
288 


5 
betaglycan heparan sulfate site rat 19295 
bile Co acyltransferase gene human 
19: 
biotinidase cDNA human 6566 
BMP!1 Tid 7 ym cDNA mouse 32572 
Bombyx SGF3 gene promoter 2733 
bovine arrestin p44 splice variant 15407 
bovine cDNA palmitoy] protein thioester= 
ase 23212 
brefeldin A esterase gene Bacillus 3449 
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brevican core protein cDNA cattle 10119 

brevinin esculentin cDNA Rana 11956 

cadmium — YCF1 gene Saccharo= 
myces 22853 

calcium regulatory gene CSG2 Saccharo= 


myces 7279 
calgranulin C anulocyte 28929 
—— IIs ie unit rat 30457 


min acidic isoform cDNA rat 10683 

by P phosphodiesterase splicing mRNA 

rat 18271 
oy | protein bovine retina 6233 

— phosphate synthetase cDNA 
11743 

et. binding protein BHK cell 

18250 


carboxypeptidase E calcium activity sta= 
bility 11192 

carcinoembryonic antigen gene CGM2 
human 32924 

carnobacteriocin gene Carnobacterium 


cartilage derived morphogenetic protein 
human 28227 

casein kinase CKB2 subunit Saccharomyc= 
es 18192 

casein kinase Schizc h yees 12014 

cDNA acute phase response factor 24391 

cDNA ADP ie cyclase Aplysia 28555 

cDNA alphal X llagen human 4042 

= alphal2 i rabbit mouse 

72 

cDNA annexin XI human 4240 

cDNA antifungal peptide drosomycin 
Drosophila 33159 

cDNA Ae twitchin purifn autophos= 
phorylation 21086 

cDNA aspartate aminotransferase confor= 
mation pig 28017 

ae ~ g chimaerin human cerebellum 
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cDNA calcium binding phosphoprotein 
GRP94 5926 

cDNA Cek5 ligand mouse 26606 

cDNA chloroplast ferrochelatase Arabi= 
dopsis 13405 

cDNA chloroplast translation initiation 
factor 9436 

cDNA copper amine oxidase cattle 9926 

cDNA eIF2B delta subunit mouse 30517 

ee GATA5 GATA6 chicken 
231 

cDNA o— B94 protein mouse 3633 

cDNA glycerol p —— dehydrogenase 
mitochondria 14363 

cDNA glycyl tRNA synthetase human 
30049 


cDNA guinea pig acrosome pentaxin 
32607 

cDNA hemin sensitive eIF2alpha kinase 
10201 

cDNA human CD40 binding protein 
30069 


cDNA human leukocyte fucosyltransferase 
FucTVII 16789 

cDNA human lymphocyte phosphatase 
P hosphoprotein 29102 

cDNA human phosphatidylinositol 4 ki= 

nase 2887 

cDNA human pig dihydropyrimidine 
dehydrogenase 23192 

cDNA human transcription factor ATF3 


15819 

cDNA interleukin 8 receptor rabbit 
12391 

cDNA inward rectifier potassium channel 
23274 

cDNA kidney potassium channel human 
24261 

cDNA liver mouse gene Tea 15445 

cDNA mammal cofilin M type 15280 

cDNA matrix metalloproteinase breast 
tumor 16766 

cDNA melon cucumisin serine protease 
32725 

cDNA membrane microvillus protein p58 
15067 

cDNA microsomal triglyceride transfer 

rotein 29138 
cDNA microtubule assocd protein Stron= 
locentrotus 31777 
cDNA ces reductase 
cD RA me mouse oe CD45 assocd phosphoprotein 


cDNAY mouse Golgi mannosidase 9864 
cDNA mouse prostacyclin receptor thymus 


9986 
cDNA myoglobin Ascaris 30181 
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cDNA phospholipase A2 human 2365 

cDNA = transfer protein hu= 
man 

cDNA = + ON 3D structure 
19976 


ee — mitochondria malic enzyme 
cDNA ing h it 


r —— PA r 
cDNA protein IQGAP1 human 20517 
= en hydrogenase kinase rat 


cDNA rat protein V1 cerebellum 9946 
cDNA retinal binding protein squid 3838 
cDNA ribosomal protein L13a rat 5589 
cDNA ryanodine receptor isoform pig 





cDNA ae a phosphate cotrans= 
DKA St Spodopter immunophilin FKBP46 
cDNA ti ~ enon inhibitor metalloproteinase 3 
cDNA uroplakin II cattle mouse 13716 


cDNA vacuolar ATPase subunit cattle 
24102 


cell surface protein josoma 8408 
cellular retinaldehyde binding protein 
gene 25411 


chaperonin CCTgamma gene Tetrahymena 
29299 


characterization cattle chondroadherin 
cDNA 21547 

characterization human aquaporinCD 
gene 23451 

chicken gene ceyk protein kinase 1839 

chicken integrin alphal cDNA 22811 

CHO cell prenylated protein PxF 14182 

——— gene PRM TNP human 


cloning AKAP95 protein cDNA 7658 

cloning cDNA autotaxin human 30479 

— _— glutathione transferase rat 
20 


cloning NF45 NF90 cDNA human 20691 

cloning Phaseolus lectin II gene 7674 

— poco D cDNA Ricinus 
1 


cloning potassium channel HRK1 cDNA 

cloning rat brain phosphodiesterase Ialpha 

cloning turkey beta adrenergic receptor 
24810 


coagulation factor G horseshoe crab 1370 
collagen alpha6IV chain cDNA human 
7520 


collagen gene COL4A5 human 6608 

collagen gene promoter human 12684 

collagen t 24959 

collagen gene COLI5Al human 4773 

cone arrestin cDNA human 4613 17756 

consensus motif protein kinase 29855 

conservation RNA Trypanosoma spliced 
leader 30620 

CT differentiation antigen acetylgalactosa= 
minetransferase cDNA 15162 

cyclophilin cDNA cytosol chloroplast 
Arabidopsis 7863 

cyclophilin cDNA Toxoplasma 9105 

cystathionase cDNA rat 1015 

cysteine proteinase cDNA apoptosis hu= 
man 30761 

cysteine proteinase cDNA osteoclast rabbit 
1106 

cysteine synthase cDNA mitochondria 
spinach 28187 

cytochrome b560 gene Saccharomyces 
15469 

cytochrome oxidase mRNA Trypanosoma 
1206 


cytochrome P 450 liver chicken 3387 

cytochrome P450scc gene promoter pig 
25761 

cytoskeleton change development calpain 
cDNA _ 25137 

decorin cDNA chromosome embryo mouse 
28270 


dentin sialoglycoprotein cDNA rat 3698 
dermaseptin b adenoregulin cDNA Phyllo= 
medusa 17847 
— reductase gene Drosophila 
5179 


dihy droxybipheny] dioxygenase gene bphC 

Rhod odococcus 7807 

DNA binding paired Pax domain 8355 

DNA crosslink psoralen endonuclease 
UvrABC 485 

DNA ligase cattle 31923 
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rae eas antigen PCNA Drosophi= 
a 7 
Drosophila ADP ribosylation factor III 


21555 

Drosophila DNA polymerase alpha 50kD 
26759 

Drosophila phospholipase plc gene map 
19474 


dual leucine zipper geet kinase 30808 
dynamin II rat cDNA 4 
electron transfer neucnie gene bacteri= 

um 32120 

elongation factor EF lalpha promoter 
human 29831 

endoglin cDNA porcine 1995 

endothelial cell protein C receptor 26486 

endothelial monocyte activating polypep> 
tide II 25106 

endothelin converting enzyme cDNA rat 

275 


enhancer gene GLUT1 insulin mouse 
29265 


~ eosinophil peroxidase gene promoter hu= 
man 
epidermal surface antigen cDNA human 
19983 


EPR1 ee human protease receptor 
313 

erythroid transcription factor EKLF 
15440 


Escherichia gene _ hpaC hpaA 22823 
— metal binding protein WHP 


Escherichia serine chemoreceptor domain 
secretion 28822 

Euglena Shine Dalgarno translation effi= 
ciency 26456 

exoenzyme S gene exoS Pseudomonas 
10431 

exon collagen gene mouse 5064 

exon role splice site selection 23590 

expression mouse mitochondria chaperonin 
10 26858 

ferrochelatase promoter human 30789 

fibroblast growth factor receptor cDNA 
11620 

= FMO3 FMO4 rabbit 
14314 


flavocytochrome b5 chimeric gene 13375 
Se gene fhp Alcaligenes 


PMN b binding protein gene Desulfovibrio 
folate transporter protein cDNA hamster 
5810 


fucosyltransferase gene human 14730 

G protein subunit cDNA mouse 22150 

galactoside sialyltransferase cDNA mouse 
rat 10028 

gamma globin gene regulation human 
19385 


gamma interferon gene promoter human 
25728 

ganglioside D3 synthase cDNA human 
15950 


gelatinase B gene expression rabbit 
28620 
— acyltransferase ACP synthase 
1 
gene acyl carrier desaturase Thunbergia 
27519 
gene adenylosuccinate synthetase mouse 


44 

gene ADP ribosylation factor Saccharo> 
myces 20931 

gene ADP ribosyltransferase chicken 
27451 


gene _— rat 29232 

gene albumin alpha rat 5481 

= Neurospora phytoene synthase 
1 


gene aminohydroxymethylisoxazole pro= 
pionate receptor mouse 17367 

So Y Saccharomyces 
13651 


gene antigen 90K SP2 18401 

gene APA1 Saccharomyces 18076 

gene apomucin rat submandibular gland 
16845 


gene arginine glycine amidinotransferase 
rat 17556 
gene ATPase Artemia 13005 
gene ATPase vacuole brain oxen 17262 
—— protein kinase Arabidopsis 
1 


gene BEM3 Saccharomyces protein 2369 - 
gene bradykinin B2 receptor rat 26920 
gene calcitonin receptor pig 19530 

rene calmegin antigen mouse testis 7744 
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gene calnexin t testis 14140 
— proteinase Pseudomonas 


gene cardiac ae myosin rat 29677 

gene cathepsin O human 27136 

gene cathepsin S human 11530 

gene A ubiquinol reductase stability 
21 


gene CD36 glycoprotein human 18985 
gene _— venom gland Chelonus 


gene chloride ener a rat kidney 17677 
gene NB phoma_ 26822 
~~ CNB1 on Saccharomyces 


m.. oy 3 IV human 2342 26172 

gene collagen Strongylocentrotus 13167 

gene collagen t; IX human 18549 

gene collagen human 20256 

gene collectin CL43 cattle 11820 

gene CRS5 metallothionein copper Sac= 
charomyces 25295 

gene cysE cysS gitX Bacillus 7473 

gene cytochrome c553 Synechocystis pho= 
tosystem 5036 

gene deoxycytidine kinase mouse 24374 

gene — lycerol kinase human retina 
18492 


gene diamine oxidase human 14484 
~~ Pg helicase RECQL human 


gene earthworm cysteine rich protein 
24688 

gene endothelin receptor Xenopus heart 
13414 


gene fabZ protein Escherichia 32896 

gene FET4 iron uptake protein 26092 

gene FR1 mouse 8604 

gene a diphosphate synthase 

‘olobus 

gene glucose transporter protein Schistoso= 
ma 4247 

gene gulonolactone oxidase human 13685 

gene hyaluronate synthase Strepto= 
coccus 169 

gene HB9 homeobox human 19968 

gene hepatoma derived growth factor 


gene hich human 26767 

gene hisF hisH histidine biosynthesis 
14386 

gene histone H2AX human 24189 

gene HO1 mouse heme oxygenase 1001 

gene HSP70 Achlya 4513 

gene human terminal deoxynucleotidyl 
transferase 11859 

gene human transmembrane tyrosine 
kinase 14211 

gene eereemaeery CoA synthase 
Blattella 11707 

gene hydroxysteroid dehydrogenase sheep 
25959 


gene IAl human 14170 

gene inosinate dehydrogenase Trypanoso= 
ma 28979 

gene inositol polyphosphate phosphatase 
human 17305 

— trisphosphate receptor human 


gene insulin growth factor I 18588 
gene interleukin 8 receptor mouse 18263 
gene intron mse29 Tetrahymena micronu= 
cleus 17428 
ae -~ density lipoprotein receptor 
1 


“~ "ema retinoate response element 
gene MET promoter epithelium human 
12852 


gene methylcrotony! CoA carboxylase 
tomato 11760 

gene monoclonal antibody Cryptococcus 
glucuronoxylomannan 1858 

gene MSI4 Saccharomyces 9205 

gene MUC2 mucin rat 17833 

gene MUC5 human tracheobronchial 
mucin 12932 

gene muscarinic acetylcholine receptor 
25823 


gene NADPH quinone oxidoreductase 
human 14502 
gene NAT2 methionine acetyltransferase 
Saccharomyces 13141 
—" nerve development mouse 
1 


gene nicotinamide methyltransferase liver 
14835 


gene ntfl transcription factor Schizosac= 
charomyces 11921 
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gene ntpM ntpN ntpO Enterococcus 
9453 


gene nuclear ras related Giardia 17297 
gene PAM1 Saccharomyces 3429 

gene PAS4 Pichia ubiquitin contg 21835 
a ‘aie peroxisome assembly Yarrowia 


~— PCRABL protein transformation 


gene PDRS transporter protein Saccharo> 
myces 2206 
as “igs Rieske protein Chlamydomonas 


gene phosphoinositide phospholipase C 
Artemia 12925 

gene phospholipase C rat 8240 

gene phosphoprotein 65kDa mouse 17626 

gene pip92 mouse immediate early 23163 

a glycoprotein Ibbeta human 
174 


gene PLB1 Saccharomyces 19725 

gene porin pea maize 25754 

ar eo receptor mRNA rabbit 
1 


gene protein BP8 14130 
gene protein initiation factor eIF4C 3212 
gene protein 1A MAP1B subunit 


gene protein serine threonine phosphatase 
22586 


gene protein SREBP1 hamster 17267 
gene —" tyrosine phosphatase chicken 
1 


gene —— tyrosine phosphatase human 

gene proteinase inhibitor pig uterus 
24090 

gene QCR10 cytochrome bcl1 subunit 
12947 

gene recA enzyme thermophilic eubacteria 
25928 

gene requiem apoptosis myeloid cell 
29515 

one GDI protein Saccharomyces 
197 


gene RNA polymerase I mouse 26976 
—S RNesd i I Escherichia Thermus 


gene RP organization human 8466 

gene rse receptor tyrosine kinase 10720 

gene _ binding protein bullfrog 
17 


- ee receptor Chinese hamster 

1 

gene SEC26 SEC27 yeast coatomer 
24486 


gene serpin Manduca 55 
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